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<160> 9 
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<210> 1 
<211> 662 
<212> DNA 

<213> Obelia longissima 
<400> 1 

acgatcgaac caaacaactc agctcacagc tactgaacaa ctcttgttgt gtacaatcaa 60 
aatgtcttca aaatacgcag ttaaactcaa gactgacttt gataatccac gatggatcaa 120 
aagacacaag cacatgtttg atttcctcga catcaatgga aatggaaaaa tcaccctcga 180 
tgaaattgtg tccaaggcat ctgatgacat atgtgccaag ctcgaagcca caccagaaca 24 0 
aacaaaacgc catcaagttt gtgttgaagc tttctttaga ggatgtggaa tggaatatgg 3 00 
taaagaaatt gccttcccac aattcctcga tggatggaaa caattggcga cttcagaact 360 
caagaaatgg gcaagaaacg aacctactct cattcgtgaa tggggagatg ctgtctttga 420 
tattttcgac aaagatggaa gtggtacaat cactttggac gaatggaaag cttatggaaa 480 
aatctctggt atctctccat cacaagaaga ttgtgaagcg acatttcgac attgcgattt 540 
ggacaacagt ggtgaccttg atgttgacga gatgacaaga caacatcttg gattctggta 600 
cactttggac ccagaagctg atggtctcta tggcaacgga gttccctaag ctttttttcg 660 
aa 662 



<210> 2 
<211> 195 
<212> PRT 

<213> Obelia longissima 
<400> 2 

Met Ser Ser Lys Tyr Ala Val Lys Leu Lys Thr Asp Phe Asp Asn Pro 
1 5 .10 15 

Arg Trp lie Lys Arg His Lys His Met Phe Asp Phe Leu Asp lie Asn 

20 25 30 



Gly Asn Gly Lys lie Thr Leu Asp Glu lie Val Ser Lys Ala Ser Asp 
35 40 45 



Asp lie Cys Ala Lys Leu Glu Ala Thr Pro Glu Gin Thr Lys Arg His 
50 55 60 

Gin Val Cys Val Glu Ala Phe Phe Arg Gly Cys Gly Met Glu Tyr Gly 
65 70 75 80 

Lys Glu lie Ala Phe Pro Gin Phe Leu Asp Gly Trp Lys Gin Leu Ala 

85 90 95 

Thr Ser Glu Leu Lys Lys Trp Ala Arg Asn Glu Pro Thr Leu lie Arg 

100 105 110 

Glu Trp Gly Asp Ala Val Phe Asp lie Phe Asp Lys Asp Gly Ser Gly 
115 120 125 

Thr lie Thr Leu Asp Glu Trp Lys Ala Tyr Gly Lys lie Ser Gly lie 
130 135 140 

Ser Pro Ser Gin Glu Asp Cys Glu Ala Thr Phe Arg His Cys Asp Leu 
145 150 155 160 

Asp Asn Ser Gly Asp Leu Asp Val Asp Glu Met Thr Arg Gin His Leu 

165 170 175 

Gly Phe Trp Tyr Thr Leu Asp Pro Glu Ala Asp Gly Leu Tyr Gly Asn 

180 185 190 

Gly Val Pro 
195 



<210> 3 
<211> 195- 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
chimeric protein 

<400> 3 

Met Ser Ser Lys Tyr Ala Val Lys Leu Lys Thr Asp Phe Asp Asn Pro 
15 10 15 

Arg Trp lie Lys Arg His Lys His Met Phe Asp Phe Leu Asp lie Asn 

20 25 30 

Gly Asn Gly Lys lie Thr Leu Asp Glu lie Val Ser Lys Ala Ser Asp 
35 40 45 

Asp lie Cys Ala Lys Leu Gly Ala Thr Pro Glu Gin Thr Lys Arg His 
50 55 60 

Gin Asp Ala Val Glu Ala Phe Phe Lys Lys lie Gly Met Asp Tyr Gly 
65 70 75 80 

Lys Glu Val Glu Phe Pro Ala Phe Val Asp Gly Trp Lys Glu Leu Ala 

85 90 95 



3 



Thr Ser Glu Leu 

100 

Glu Trp Gly Asp 
115 



Lys Lys Trp Ala 

Ala Val Phe Asp 

120 



Arg Asn Glu Pro 
105 

lie Phe Asp Lys 



Thr Leu lie Arg 
110 

Asp Gly Ser Gly 
125 



Thr lie Thr Leu Asp Glu Trp Lys Ala Tyr Gly Lys lie Ser Gly lie 
130 135 140 

Ser Pro Ser Gin Glu Asp Cys Glu Ala Thr Phe Arg His Cys Asp Leu 
145 150 155 160 



Asp Asn Ser Gly Asp Leu Asp Val Asp Glu Met Thr Arg Gin His Leu 

165 170 175 



Gly Phe Trp Tyr Thr Leu Asp Pro Glu Ala Asp Gly Leu Tyr Gly Asn 

180 185 190 



Gly Val Pro 
195 



<210> 4 
<211> 600 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
chimeric nucleotide sequence 

<400> 4 

ggatccgccg ccatgtcttc aaaatacgca gttaaactca agactgactt tgataatcca 60 
cgatggatca aaagacacaa gcacatgttt gatttcctcg acatcaatgg aaatggaaaa 120 
atcaccctcg atgaaattgt gtccaaggca tctgatgaca tatgcgccaa acttggagca 180 
acaccagaac agaccaaacg tcaccaggat gctgtcgaag ctttcttcaa aaagattggt 240 
atggattatg gtaaagaagt cgaattccca gcttttgttg atggatggaa agaattggcg 3 00 
acttcagaac tcaagaaatg ggcaagaaac gaacctactc tcattcgtga atggggagat 360 
gctgtctttg atattttcga caaagatgga agtggtacaa tcactttgga cgaatggaaa 420 
gcttatggaa aaatctctgg tatctctcca tcacaagaag attgtgaagc gacatttcga 480 
cattgcgatt tggacaacag tggtgacctt gatgttgacg agatgacaag acaacatctt 540 
ggattctggt acactttgga cccagaagct gatggtctct atggcaacgg agttccctaa 600 



<210> 5 
<211> 607 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
chimeric nucleotide sequence 

<400> 5 

ggatccgccg ccatgtcttc aaaatacgca gttaaactca agactgactt tgataatcca 60 
cgatggatca aaagacacaa gcacatgttt gatttcctcg acatcaatgg aaatggaaaa 120 
atcaccctcg atgaaattgt gtccaaggca tctgatgaca tctgcgccaa actgggagca 180 



4 



acaccagaac agaccaaacg gcaccaggat gctgtcgaag ctttcttcaa aaagattggt 24 0 
atggattatg gtaaagaagt cgaattccca gcttttgttg atggatggaa agaattggcg 3 00 
acttcagaac tcaagaaatg ggcaagaaac gaacctactc tcattcgtga atggggagat 360 
gctgtctttg atattttcga caaagatgga agtggtacaa tcactttgga cgaatggaaa 420 
gcttatggaa aaatctctgg tatctctcca tcacaagaag attgtgaagc gacatttcga 480 
cattgcgatc tggacaacag tggcgacctg gatgttgact agatgacaag acaacatctt 540 
ggattctggt acactttgga cccagaagct gatggcctct atggcaacgg agttccctaa 600 
gaattcc 607 



<210> 6 

<211> 70 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 6 

tatgcgccaa acttggagca acaccagaac agaccaaacg tcaccaggat gctgtcgaag 60 
ctttcttcaa 70 



<210> 7 

<211> 71 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 7 

tttttgaaga aagcttcgac agcatcctgg tgacgtttgg tctgttctgg tgttgctcca 60 
agtttggcgc a 71 



<210> 8 

<211> 62 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 8 

aaagattggt atggattatg gtaaagaagt cgaattccca gcttttgttg atggatggaa 60 
ag 62 



<210> 9 

<211> 63 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
primer 

<400> 9 

aattctttcc atccatcaac aaaagctggg aattcgactt ctttaccata atccatacca 60 
ate 63 



